GWAS mart tutorial

Step 1: Access Mart

To access GWAS Mart click on the GWAS Mart icon in the header of any page where you will be
directed to the mart interface where filters and attributes can be selected and applied.
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Enter a study id, dbSNP id, MeSH/HPO phenotype term, keywords, author names, HGNG gene symbols, chromosomal regions or PUBMED identifier

(e.g. HGVST307, rs2317951, Pancrealic cancer, replication study, Todd JA, ADAM19, chr12:13234..4534534, 17554300)
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Step 2: Constructing your query

To access data from the GWAS mart filters and attributes need to be applied.
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Step 3: Applying filters and constructing a query to get association data from a specific study

The study we want to get data from is HGVST51 and we only want to return association data that
are >=-log 7. We apply the filters to the Study and the Association sections.
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Step 4: Selecting Attributes

Once the filters have been set we can select the attributes we would like to see in the results. Data
can be selected from the Study part of the database or the association part of the database.
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Step 5: View the Results

Once the filters and attributes have been selected click ‘Count’ to see the number of results it should
return and then click ‘Results’ to view the results. If you wish to see data from more than one study
provide these as a list in the website or upload as a text file.

The results of the GWAS Mart query can be viewed partially on the website or can be exported for
download in different formats by providing an email address. A link is generated to the exported
file that can be downloaded. Users are notified via email once the results file is available for
download
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